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3 <110> APPLICANT: ROEMISCH, JUERGEN 

4 STOEHR, HANS-ARNOLD 

5 FEUSSNER, ANNETTE 

6 LANG, WIEGAND 

7 WEIMER, THOMAS 

8 BECKER, MARGRET 

9 NERLICH, CLAUDIA 

10 MUTH-NAUMANN, GUDRUN 

12 <120> TITLE OF INVENTION: MUTANTS OF THE FACTOR VII -ACTIVATING PROTEASE AND 

13 DETECTION METHODS USING SPECIFIC ANTIBODIES 
15 <130> FILE REFERENCE: 06478.1457 

17 <140> CURRENT APPLICATION NUMBER: 09/912,559 

18 <141> CURRENT FILING DATE: 2001-07-26 

20 <150> PRIOR APPLICATION NUMBER: DE 100 36 641.4 

21 <151> PRIOR FILING DATE: 2000-07-26 

23 <150> PRIOR APPLICATION NUMBER: DE 100 50 040.4 

24 <151> PRIOR FILING DATE: 2000-10-10 

26 <150> PRIOR APPLICATION NUMBER: DE 100 52 319.6 

27 <151> PRIOR FILING DATE: 2000-10-21 

29 <150> PRIOR APPLICATION NUMBER: DE 101 18 706.8 

30 <151> PRIOR FILING DATE: 2001-04-12 
32 <16 0> NUMBER OF SEQ ID NOS : 4 

34 <170> SOFTWARE: PatentIn Ver. 2.1 

36 <210> SEQ ID NO: 1 

37 <211> LENGTH: 1683 

38 <212> TYPE: DNA 

39 <213> ORGANISM: Homo sapiens 

41 <400> SEQUENCE: 1 

42 atgtttgcca ggatgtctga tctccatgtt ctgctgttaa tggctctggt gggaaagaca 60 
4 3 gcctgtgggt tctccctgat gtctttattg gaaagcctgg acccagactg gacccctgac 120 

44 cagtatgatt acagctacga ggattataat caggaagaga acaccagtag cacacttacc 180 

45 catgctgaga atcctgactg gtactacact gaggaccaag ctgatccatg ccagcccaac 240 

46 ccctgtgaac acggtgggga ctgcctcgtc catgggagca ccttcacatg cagctgcctg 300 

47 gctcctttct ctgggaataa gtgtcagaaa gtgcaaaata cgtgcaagga caacccatgt 360 

48 ggccggggcc aatgtctcat tacccagagt cctccctact accgctgtgt ctgtaaacac 420 
4 9 ccttacacag gtcccagctg ctcccaagtg gttcctgtat gcaggccaaa cccctgccag 4 80 

50 aatggggcta cctgctcccg gcataagcgg agatccaagt tcacctgtgc ctgtcccgac 540 

51 cagttcaagg ggaaattctg tgaaataggt tctgatgact gctatgttgg cgatggctac 600 

52 tcttaccgag ggaaaatgaa taggacagtc aaccagcatg cgtgccttta ctggaactcc 6 60 

53 cacctcctct tgcaggagaa ttacaacatg tttatggagg atgctgaaac ccatgggatt 720 

54 ggggaacaca atttctgcag aaacccagat gcggacgaaa agccctggtg ctttattaaa 7 80 

55 gttaccaatg acaaggtgaa atgggaatac tgtgatgtct cagcctgctc agcccaggac 840 

56 gttgcctacc cagaggaaag ccccactgag ccatcaacca agcttccggg gtttgactcc 900 

57 tgtggaaaga ctgagatagc agagaggaag atcaagagaa tctatggagg ctttaagagc 960 

58 acggcgggca agcacccatg gcaggcgtcc ctccagtcct cgctgcctct gaccatctcc 1020 

59 atgccccagg gccacttctg tggtggggcg ctgatccacc cctgctgggt gctcactgct 1080 

60 gcccactgca ccgacataaa aaccagacat ctaaaggtgg tgctagggga ccaggacctg 1140 
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61 aagaaagaag aatttcatga gcagagcttt agggtggaga agatattcaa gtacagccac 1200 

62 tacaatgaaa gagatgagat tccccacaat gatattgcat tgctcaagtt aaagccagtg 1260 

63 gatggtcact gtgctctaga atccaaatac gtgaagactg tgtgcttgcc tgatgggtcc 1320 

64 tttccctctg ggagtgagtg ccacatctct ggctggggtg ttacagaaac aggaaaaggg 1380 

65 tcccgccagc tcctggatgc caaagtcaag ctgattgcca acactttgtg caactcccgc 144 0 

66 caactctatg accacatgat tgatgacagt atgatctgtg caggaaatct tcagaaacct 1500 

67 gggcaagaca cctgccaggg tgactctgga ggccccctga cctgtgagaa ggacggcacc 1560 

68 tactacgtct atgggatagt gagctggggc ctggagtgtg ggaagaggcc aggggtctac 1620 

69 acccaagtta ccaaattcct gaattggatc aaagccacca tcaaaagtga aagtggcttc 1680 

70 taa 16^3 

73 <210> SEQ ID NO: 2 

74 <211> LENGTH: 1683 

75 <212> TYPE: DNA 

76 <213> ORGANISM: Homo sapiens 

78 <400> SEQUENCE: 2 

79 atgtttgcca ggatgtctga tctccatgtt ctgctgttaa tggctctggt gggaaagaca 60 

80 gcctgtgggt tctccctgat gtctttattg gaaagcctgg acccagactg gacccctgac 120 

81 cagtatgatt acagctacga ggattataat caggaagaga acaccagtag cacacttacc 180 

82 catgctgaga atcctgactg gtactacact gaggaccaag ctgatccatg ccagcccaac 240 

83 ccctgtgaac acggtgggga ctgcctcgtc catgggagca ccttcacatg cagctgcctg 300 

84 gctcctttct ctgggaataa gtgtcagaaa gtgcaaaata cgtgcaagga caacccatgt 360 

85 ggccggggcc aatgtctcat tacccagagt cctccctact accgctgtgt ctgtaaacac 4 20 

86 ccttacacag gtcccagctg ctcccaagtg gttcctgtat gcaggccaaa cccctgccag 4 80 

87 aatggggcta cctgctcccg gcataagcgg agatccaagt tcacctgtgc ctgtcccgac 540 

88 cagttcaagg ggaaattctg tgaaataggt tctgatgact gctatgttgg cgatggctac 600 

89 tcttaccgag ggaaaatgaa taggacagtc aaccagcatg cgtgccttta ctggaactcc 660 

90 cacctcctct tgcaggagaa ttacaacatg tttatggagg atgctgaaac ccatgggatt 720 

91 ggggaacaca atttctgcag aaacccagat gcggacgaaa agccctggtg ctttattaaa 7 80 

92 gttaccaatg acaaggtgaa atgggaatac tgtgatgtct cagcctgctc agcccaggac 840 

93 gttgcctacc cagaggaaag ccccactgag ccatcaacca agcttccggg gtttgactcc 900 

94 tgtggaaaga ctgagatagc agagaggaag atcaagagaa tctatggagg ctttaagagc 960 

95 acggcgggca agcacccatg gcaggcgtcc ctccagtcct cgctgcctct gaccatctcc 1020 

96 atgccccagg gccacttctg tggtggggcg ctgatccacc cctgctgggt gctcactgct 1080 

97 gcccactgca ccgacataaa aaccagacat ctaaaggtgg tgctagggga ccaggacctg 1140 

98 aagaaagaag aatttcatga gcagagcttt agggtgcaga agatattcaa gtacagccac 1200 

99 tacaatgaaa gagatgagat tccccacaat gatattgcat tgctcaagtt aaagccagtg 1260 

100 gatggtcact gtgctctaga atccaaatac gtgaagactg tgtgcttgcc tgatgggtcc 1320 

101 tttccctctg ggagtgagtg ccacatctct ggctggggtg ttacagaaac aggaaaaggg 1380 

102 tcccgccagc tcctggatgc caaagtcaag ctgattgcca acactttgtg caactcccgc 1440 

103 caactctatg accacatgat tgatgacagt atgatctgtg caggaaatct tcagaaacct 1500 

104 gggcaagaca cctgccaggg tgactctgga ggccccctga cctgtgagaa ggacggcacc 1560 

105 tactacgtct atgggatagt gagctggggc ctggagtgtg agaagaggcc aggggtctac 1620 

106 acccaagtta ccaaattcct gaattggatc aaagccacca tcaaaagtga aagtggcttc 1680 

107 taa 1683 

110 <210> SEQ ID NO: 3 

111 <211> LENGTH: 560 

112 <212> TYPE: PRT 

113 <213> ORGANISM: Homo sapiens 
115 <400> SEQUENCE: 3 
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